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Physcomitrella patens life cycle





Single cell RNA seq

•Targeted
• Interrogate a known cell
• Precise
• Specific biological question
• Anatomical location known
• Histological identity known
• Very low throughput
• Technically demanding

•Non-targeted
• Establish expression signatures for 

population of cells
• Discover novel cell types and 

functions
• High throughput
• Automated
• When you don’t know the 

question to ask



Single-cell RNA Sequencing Workflow



Methods to Isolate Single Cells

• Protoplasting
• Nuclear isolation



Throughput of scRNA-Seq Methods
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Single-Cell RNA-Seq with 10X Chromium Next GEM Single Cell 3ʹ  KIT
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Reverse Transcription Inside Individual GEMs 



1st Strand cDNA Extracted, Pooled, and PCR Amplified
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Library Prep of Pooled Samples
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Enzymatic Fragmentation 
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Sequencing
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ATAC (Assay for Transposase-Accessible Chromatin 
using sequencing)
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